ABSTRACTION
If genes are independent of others ....
The gene relationships can also be determined by other methods, such as co-expression
If genes are dependent of others....
Species 1
Species 2 Distance Measure based on the scores of matched nodes. In network level, the score of two matched nodes is the product of structural similarity in network level (δ1) and the similarity of these two themselves (δ2). The structural similarity can be produced by the definition of structural equivalence or regular equivalence [2].When we set δ2 = 1, then the distance of two networks was only depend on the gene relationships in the network. If we assum the genes were independed, and all the structural partions of the scores are equal (given δ1 = δ2 = 1), we will get a result similar to gene content method.
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